The title compound (I) was synthesized during the generation of a combinatorial library based on the fungal natural product 3-chloro-4-hydroxyphenylacetamide (Davis et al., 2005(Davis et al., , 2007. Compound (I) was shown to display moderate cytotoxicity towards the human melanoma cell line MM96L with 94% inhibition at 100 µg ml -1 (Davis et al., 2007).
The title compound, C 18 H 20 ClNO 4 , was synthesized during the generation of a combinatorial library based on the fungal natural product 3-chloro-4-hydroxyphenylacetamide. It crystallizes as discrete molecules linked by intermolecular C(9) chains of N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds which in turn combine to form chains of R 2 2 (20) rings.
Related literature
For related literature, see: Bernstein et al. (1995) ; Davis et al. (2005 Davis et al. ( , 2007 . 
Data collection
Rigaku AFC-7R diffractometer Absorption correction: none 3463 measured reflections 3078 independent reflections 1596 reflections with I > 2(I) R int = 0.034 3 standard reflections every 150 reflections intensity decay: 0.2% Refinement R[F 2 > 2(F 2 )] = 0.056 wR(F 2 ) = 0.165 S = 0.99 3078 reflections 217 parameters H-atom parameters constrained Á max = 0.21 e Å À3 Á min = À0.31 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). This compound crystallizes as discrete molecules with three planar components: the acetamide group (C7-C8(O8)-N1-C9), the 3-chloro-4-hydroxyphenyl group (C1-C7, O4, Cl3), and the 3,4-dimethoxybenzyl group (C11-C16, C10, O13-C17, O14-C18), Fig. 1 . The C9-C10-C11-C16 and C2-C1-C7-C8 torsion angles are -91.8 (4)° and-78.9 (4)° respectively. In the crystal structure the amide (N1) and hydroxy (O4) groups form C(9) chains (Bernstein et al., 1995) of intermolecular N-H···O and O-H···O hydrogen bonds with the methoxy oxygen (O14) and the carbonyl oxygen (O8), respectively (Table 1) 
Experimental
Compound (I) was prepared as previously reported (Davis et al., 2007) . Crystals suitable for X-ray diffraction studies were obtained by slow evaporation of a n-hexane/ethyl acetate (1:1) solution of (I); m.p. 421-423 K.
Refinement
The carbon-bound H atoms were constrained as riding atoms with C-H = 0.95-0.96 Å. The amide and hydroxyl protons were located in difference Fourier maps and constrained with N-H, O-H = 0.90 Å. U iso (H) values were set at 1.2U eq of the parent atom. 
Data collection
Rigaku AFC-7R diffractometer R int = 0.034
Radiation source: Rigaku rotating anode θ max = 25.0º
Monochromator: graphite θ min = 2.5º 
Special details
Experimental. The scan width was (1.68 + 0.30tanθ)° with an ω scan speed of 16° per minute (up to 4 scans to achieve I/σ(I) > 10).
Stationary background counts were recorded at each end of the scan, and the scan time:background time ratio was 2:1. 
